The rules included in our model capture more than that we report on. The focus of this current paper is on the dynamics of priming of CD4+ T cells. However, we include priming and memory events in the model, even though it is not reported for completeness.
pMHC level on the DC to which the T cell is bound, falls below
unbinding threshold value (100).
3. The T cell has been bound to the DC for the maximum binding period (7 hours). 
S1.2 Simulation
A simulation is run either with acute infection scenario or chronic infection scenario (see rules for details). Simulation sets are run with either base line parameter values where fixed parameter values are used for all simulations in a set or with Latin Hypercube Sampling (LHS) method where parameter values are sampled over a range and each simulation is run with a different set of parameters. Range for each parameter is centered at the base line value for that parameter (see Table 1 for base line parameter values and ranges). The basic time step of the simulation is 6 seconds. ix. Time for median priming probability (priming threshold (k cell)) for CD8+ T cell: Duration of binding of CD8 + T cell to LDC that corresponds to 50% priming probability for the bound CD8+ T cell.
x. Shape of priming probability curve (priming shape (k cell)) for CD8+ T cell: slope of priming probability curve for CD8+ T cells. if the chosen location is available and is not an AL. Among these initial T cells, some are randomly chosen to be cognate (antigen recognizing); number of cognate CD4+ T cells and cognate CD8+ T cells is determined by specified cognate frequency for CD4+ T cells and CD8+ T cells respectively.
S1.2.3 Order of Events
Simulation is run for 15 hours before introducing DCs. This step is done to achieve a steady state number of T cells (~9600) on the grid before antigen is introduced. After running for 15 hours to reach the T cell steady state (this is considered time = 0), the simulation is run for 14 days. 
